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1. IPOZQMNIKEZ NMAHPO®OPIEZ

‘Ovopa: Mivwg-Tipé0eog

Enwvupo: Matcookag

AlevBuvon: Nnaocegpwyv 58, XaAavdpt, 15233, EAAGSa
E-mail: mmatsoukas@uniwa.gr

Hu. yévvnong: 13 Maprtiov, 1981

Tomnog: Matpa, EAAGSa

Ynnkootnta: EAANnvIkA

Owkoy. kKataoTtaon: ‘Eyyapog

2. EKMNAIAEYZH

AEYTEPOBAGMIA EKMAIAEYZH
lodviog 1998: AUkelo Kaotpitaiou, MNdatpa, EAAGSa

TPITOBAGOMIA EKNAIAEYZH

ZentépPprog 1998: Elcaywyr oto Tunua Xnueiag, Maveriotriuio Matpwy
©¢on: 1o0¢

ZentépPprog 2004: MNtuxio Xnueiag, MNaverotiuio Matpwv

BaBuog: Aiav kaAwg (7.31)

METANTYXIAKEZ >MOYAE>

Deppoudaplog 2006: AlaTpnuatikd Metamntuxiako Aimdwpa Eidikevong otnv latpikr Xnueia,
TuAuata Xnueiag kat PapuakeuTikig, Maveriotruio MNatpwv.

«20vBeon kai Aigpevvnon tou AiauoppwTikot Xwpov Avardywv tou Losartan pe Mbavrj
Avtiineptaoikn Apdon»

Babuoc: Aptota

AIAAKTOPIKH AIATPIBH

Maptiog 2012: AildakToplkd oto AlaTunuatikd Metantuxiako Aimlwpa Edikevong otnv latpikn
Xnueia, Tunuata Xnueiag kat PappakeuTikAg, Maveriotrpio MNatpwv.

«MeAEtn 2xgonc Aopric — BioAoyikric Apdonc AvTiinepTaoikwyv Evwoewy pgow Texvikwv Moplakric
MovteAoroinonc kat @acuatookortiac Nupnvikov Mayvntikov Zuvtoviauot (NMR)»

Babuoc: Aptota

3. ZTPATIQTIKEZ YINOXPEQZEIZ

Maiog 2016: ZTpatdg =npdg.

4.TNQZZEZ

1. EAANVIKA - MnTpIKn 3. lomavika - Aiav KaAwg
2. AyyAka - Aplota



5. EMATTEAMATIKH EMIMEIPIA (Akadnpaikn kat Biopnxavikn)

MapTtiog 2022 - : Ertikovpocg KaBnyntng, Epyaotriplo uttoAoyloTIKAG Xnueiag, (coddia.uniwa.gr)
TuRua Mnxavikwv Blolatpiknig, Maverotruio AuTiKAG ATTIKAG, ABrjva, EAAASa.
lavouvdaplog 2021 - ®eBpouvapiog 2022: MetadidbakToplkoG¢ Epeuvvntng, Epyaotrplo

Ynohoyiotikng latpikng, (http://Imc.uab.cat/), TuAua latpkng, Auvtovopo [MaverioTrpio
Bapkelwvng, BapkeAwvn, lomtavia

ZentéuPprog 2014 - ZentéuPprog 2021: MetadidbaktopikoG¢ Epevvntrig, Epyaotrnplo
Moptakou Zxedlaopou kat Blopopiakov NMR, (http://bionmr.upatras.gr/), Turijua @appakeuTikng,
Maveruotnpio Matpwv, EAAGSa

Mdiog 2016: Zuviéputrri¢ CloudPharm IKE, Cloud-based Drug Design & Pharmaceutical
Research, (http://www.cloudpharm.eu/), Mapouaot, ABriva

Anpiliog 2012 - Oktwpplog 2014: MeTtadidakTopikoG Epevvntic, Epyaotriplo YTOAOYIOTIKNG
latpikng, (http://Imc.uab.cat/), TuAua latpikng, Autovopo [laverotiuio Bapkehwvng,
BapkeAwvn, lomtavia

lobAlog 2006 - loOAog 2013: Project Manager - ErmiotnuovikoG Xvvepyarng, ELDRUG AE,
Drug Research and Development, (http://www.eldrug.gr/), Emiotnuoviko MNMapko MNatpwv.
Maptiog 2006 - Maptiog 2012: AiISaktopikd¢ Epevvntig, Tunua Xnueiag, Maverotriuio
Matpwv, MNatpa, EAANGSa

6. AIAAKTIKH EMIEIPIA

A. METANTYXIAKA MPOrPAMMATA

2017-2020: YroAoyiotikeg MeBodot yia to 2xediaoud Papudkwv (Bewpia kal epyactiplo) ,NIMZ
- TAnpodopikny Emotnuwv Zwng (MEZ), Maveruotnuio Matpwv, [MMdatpa, EAAAdq,
(https://goo.gl/DMVBQaJ), (a&ioAoynBeic)

2016-2018: YmroAoyiotikec MgBodor yia tnv tavtoroinon véwv PBiodpacTtikwv evwoewv (1o
e€aunvo, Bewpia kal epyactnplo), MM - MetadpaoTikr ‘Epevva Z1n Bloiatpikr, AnpoKpiTelo
Mavertiotrpio @pakng, AAe€avdpouroAn, EANGSa, (https://goo.gl/9lL zyj)

2012-2014: Computational methods in Drug Discovery (20 €§aunvo, Bewpia kat epyacTrplo)
(20% wpeg/epdopada cuvolikwv pabnuatwv), Official Master's Degree in Bioinformatics,
Autonomous University of Barcelona, Spain, (http://goo.gl/vU9Wzi)

2007-2009: Mopiakdc Zxediaouoc (1o e€aunvo, epyaotniplo), Emikoupikd oto AlaTpnuatikéd
Metantuxiokd [Mpdypaupa Edikevong otnv latpik) Xnueia, Tunuata Xnueiag kat
QappakeuTikng, MNaverotiuio Matpwv, EAAASA, (www.upatras.gr/en/node/111),

B. MPONTYXIAKA NMPOrPAMMATA

2022-2023: Avopyavn kat AvaAutik Xnueia, Tpipa Mnxavikwv Bloiatpikng, MNaveruotripio
AvTikng ATtTikng, EAANGSa

2022-2023: @apuaxeutikry Mnxavikr}, Tunpa Mnxavikwv Bloiatpikng, MNavermotiplo AUTIKAG
Attikng, EAAGSa

2021-2022: Opyavikr) Xnueia, Tunua Mnxavikwv Bloiatpikng, Maveriotriuio AUTIKAG ATTIKAG,
EAGSa

2021-2022: Bioxnueia, Turiua Mnxavikwv Bloiatpikng, MNaverotripio AuvTtikng ATTikAg, EAAGSa
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2019-2020: Opyavikry Xnueia (ZEl). ®uokeg Emotripeg, EAANviKO Avolktd [lNaverothyio,
EAaSa

2016-2019: Mopiakri lNMpooouoiwon — Bioavdpyavn Xnueia, (Akadnuaiko¢ vrmotpogoc), Tunua
QappakeuTikng, MNaveriotiuio Matpwv, EAANASA, (aéloAoynbBeic)

2005-2006: Opyavikry Xnueia ll, (epyactnplakn emifAeyn), TuAua Xnueiag, MNaverotriuio
Matpwv, EAAGGQ.

7. NPOZQNIKEZ XPHMATOAOTHZEIZ

IKY, Ymotpodia Apioteiag yia tnv eknévnon PeTadIOAKTOPIKAG €peuvag, «AAAOCTEQIKT)
oTOXeUOn, pLoplakn) Bdon evepyoroinonc Kal SOUIKEC LEAETEC Tou TUrou 1 vurmodoxéa Tou
EKAUTIKOU mapdyovta tn¢ koptikotportivnG (CRF:R)», Turua ®apuakeutikric, lNavermotriuio
MNatpwv, 2019.

HPC-Europa Short-Term Fellowship xpnuatoddétnon vy Tnv eknoévnon €peuvvag

“Investigation of GLP-1R dynamics to identify and target hidden allosteric sites for receptor
modulation” oto Autonomous University of Barcelona, 2019.

EMBO Short-Term Fellowship, xpnuatodétnon yla tnv ekmnoévnon £€peuvvag oto Netherlands
Cancer Institute (NKI), OktwBplog-Nogupplog 2017, “Structure Determination of the GHRHR
Extracellular Binding Domain in complex with novel non-peptide ligands”.

IKY-SIEMENS, Ymotpodia Apioteiag yia tnv ekmovnon HeTAdIOAKTOPIKAG €peuvag otnv
EAGSQ, «In silico ordxevon kai SOUIKEG LIEAETEC TOU UMOSOXEQ TOU YAOUKQAYOVOLIOPGOU
nertidiov 1 (GLP-1R) pe otdxo SpaoTikeC evwoelc odnyouc katd tou doiaPritn», Turnua
Qapuakevtikrig, MNaveruotrjuio MNatpwv, 2016.

IKY-SIEMENS, Ymotpodia Apioteiag ylia tnv ekmnovnon HETASIOOKTOPIKAG €peuvag oOTnv
EANGOQ, «AoUIKOG TPOTdIopIoUOC TNG EMIKPATEIQC MPOCOECNC TNG OPLOVNG arteAsVBEPwWONG
¢ avéntikric opuovne (GHRH) kat oxediaoudc/avdntuén KalvoToLwVY avTIKAPKIVIKWY LIOPIwV»,
Tunua ®apuakeutikric, MNaverotriuto MNatpwv, 2015.

SANTANDER BANK - AUTONOMOUS UNIVERSITY BARCELONA. Ymnotpodia yia tnv
ekmovnon PeTadldakTopIKAG €pevvag oto Autovopo [Maveruotruio tng BapkeAwvng, “New
approaches for G-protein coupled receptor (GPCR) modulation”, 2013.

8. YNMEYOYNOZ ZE EPEYNHTIKA NMPOrPAMMATA

EMANEK 2014-2020, Epeuvw Anuiovpyw Kawvotopw. “CloudScreen: A one-stop-shop
computational platform for drug repurposing”, lav 2020 -, ZuvtovioTig. (podm. € 500.000)

E>MNA 2007-2013 «<ANTAIQNIZTIKOTHTA & EMIXEIPHMATIKOTHTA» “>0vBeon kat MpokAvikr
A&loAdynon tn¢ Apaotikric Avtilneptaoikric Evwong BV6 yia gykpion KAIVIKWV AoKILwv Kai
lMpowbnon tou lNpoidvroc ornv Ayopd”, Emietnuovikog YrievBuvog ‘Epyou, lav 2012 — Aek
2013.
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9. ZYMMETOXH ZE EPEYNHTIKA MPOrPAMMATA

e EMNANEK 2014-2020, Epeuvvw Anuiovpyw Kawvotouw. “CloudScreen: A one-stop-shop
computational platform for drug repurposing”, Eruotnpgovikog Zuvvepyarng, 1/10/2020 wg
28/2/2022.

e EMNANEK 2014-2020, Epeuvw Anuouvpyw Kawotopw. “NextGFS: Avamtuén veéag yeviag
oupmAnpwudtwy dlatpodnc”, Emetnuovikog Zuvepydatng, 1/6/2020 cwg 31/9/2020.

e INSPIRED - The National Research Infrastuctures on Integrated Structural Biology, Drug
Screening Efforts and Drug Target Functional Characterization MIS 5002550, EmiotnpoOvIKOG
Zuvepyarng, 1/8/2019 cwg 31/12/2019.

e  Enuxelpnolakd mpoypappa Avartuén AvBpwrivou AuvvapikoU kat Ala Biov Maénon, EABM34
“NEot AelToupyIKoi evepyoTtoIiNTEG TNG SIAAUTNC YOLAVUAIKNAG KuKAdong (sGC)”, ETuoTnHOVIKOG
Zuvepyarng, 1/5/2018 cwg 31/07/2019.

e Seventh Framework Programme (FP7-HEALTH-2012-INNOVATION), “RD-CONNECT, An
integrated platform connecting registries, biobanks and clinical bioinformatics for rare disease
research”, Emotnuovikég Zuvepydrng, 1/9/2016 cwcg 28/2/2017 kat 19/6/2017 £wcg
31/12/2017.

e E>MNA 2007-2013 «ANTAIQONIZTIKOTHTA & EMIXEIPHMATIKOTHTA» “lNpookAvikry  kat
To&ikoAoyikri A&loAdynon lMermidikwv/Miuntwv Avaidywv twv AvoogoKkupiapxwv Emtonwv tne
Mueldivne 2ulevyugvwv pe Mavvdvn pe [Mpoontiky KAvikwv Aokiuwv: ‘Eva Apaotiko
Gepaneutikd EuBoAlo yia 1y Cepancia ¢ 2kAnpuvone Katd NAdkac (ZKT1)”, YnedBuvog
Eknpoocwnog ®Popéa (Eldrug AE), kai Emortnpovikdég Zuvepyartng, 01/9/2010 cwg
30/07/2013.

e EMNAN O05MPAZ=E-B-31, «YTIOZTHPI=H EPEYNHTIKQON MONAAQON T[lA THN MPOTYMNOMNOIH-
>H KAI THN EMIMOPIKH EKMETAAMEYZH EPEYNHTIKQN AMNOTEAEZMATQN. (SPIN-OFF).
QAZH B’» “Epevva kai avdmtuén KalvoTOUIKWV €PyaoTnpIaKkWV OuvBEcEwV, SpATTIKWV
MOWTOYEVWV UAWV VEACG YEVIAG, KAAOUUEVWY 2apTaVWV LIE OTOXO TPOKAIVIKEG OOKILEC OTNn
Bepaneia Tn¢ Ynepraonc kai Kapdiayyelakwyv aobeveiwv”, YnievBuvog Eknpoowniog Popéa
(Eldrug AE) kat Emiotnpovikdg Zuvepyarng, 15/03/2007 swg 15/10/2008.

e [eviki lpappateia Epevvag kat Texvohoyiag (ITET), “Design, synthesis and biological
evaluation of Myelin Basic protein analogues against Multiple Sclerosis”, Navemotryio MNMatpwv,
Emotnpovikdg Zuvepyartng, 1/1/2006 swg 31/12/2008.

o [eviki IMNpapparteia ‘Epevvag kat Texvohoyiag (IMET), “Design of dual action antagonists against
hypertention”, Jan 2005 — Dec 2005, University of Patras, Researcher. Naverotruio MNatpwv,
Emuotnpovikdg Zuvepyartng, 1/1/2005 swg 31/10/2005.
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10. BPABEIA - AIAKPIZEIZ

11.

Bpapeio kaAvtepng avakoivwong, GLISTEN GPCR SYMPOSIUM, 2017, Porto, Portugal.
The Size Matters: Computational Design and Analysis of GPCR Bivalent Ligands. Pérez-
Benito L, Henry A, Matsoukas M-T, Cordomi A, Tresadern G, Pardo L.

1" oe pPaduoloyia maveAladika vrotpodia (94/100) petafy 100 ermTuXOVTIWV YA
peTadIOaKTOPIKN €peuva, 16pupa Kpatikwv Ymotpoduwy, xpovid 2017, yia tnv mpotaon “In
silico targeting and structural studies of the glucagon like peptide 1 receptor (GLP-1R) towards
active compounds against diabetes”

European Commission Seal of Excellence ywa tnv epeuvntikr mnpétacn “Structural
Determination of the GHRH Extracellular Binding Domain and Dual Targeting for Novel Anti-
cancer Compounds”, ota nAaiola Twv Marie Sktodowska-Curie Actions, 2016.

BpaBeio kaAOtepng mpodoplknG opidiag, Hellenic Bioinformatics Symposium,
Bioinformatics as a growth engine for Greece, 2016, Thessaloniki, Greece. A multi-
pharmacophore virtual screening methodology and the discovery of novel compounds targeting
pharmacological targets.

BpaBeio kaAvtepng avakoivwong, 1° lMaveAAnivio 2uvedplo lvotitovtou Bloloyiag kat
latpikAg Tou ZTPeg. 2016, ABRva. Aiaocagrivion Tou TPEOIov aAAnAsmidpaocnc pn MEMTIOIKWY
avraywviotwv Tou CRF ue tov CRF1urodoxéa ue okortd tnv avantuén véwv CRF avTtaywvioTwv
UE ayxoAUTIKEGC Kal avTikatabAinTikee 1610tnTec. Kapayewpyog B, MatcoOkag M-T,
2akeA\apng Z, Zruptddkn K, Alartdkng I'.

IKY, EOpnpog pveia kal vmotpodia yia tnv Katatagn (1°°) otig eloaywylkeg eEETACEIC yla TO
Tunua Xnueiag tou Maveruotnuiov Matpwv, 1998

MEAOZ ENITPOIMNQN AZIONOMHZHZ

lovviog 2019: MéAoc TpiueAoUG e€eTaoTiknG smiTporiic, Aidaktopikn Atatpipr), Eduardo
Mayol Escuer, “Development of Bioinformatic Tools for the Study of Membrane Proteins”,
Autovopo lMNaveriotipio Tng Bapkehwvng, lomavia.

lovviog 2019: E&wtepikog e€eraotng, Awbaktopikn Awatpipy, Mireia Jimenez Roses,
“Structure and function of GPCRs”, Autévopo Maveriotrpio tng BapkeAwvng, lomavia.

DePpoudplog 2019: Eéwteptkoc e€etaotric, Alatpipl Metantuxiakol AimAwpatog, Robin
du Preez, “Characterisation of potential novel small molecule therapeutics targeting the
growth hormone releasing hormone receptor”, Tufua ®uotoloyiag, ZxoAn Emotnuwv Yyeiag,
Maveriotrpio tng Mpetdpla, NoTIOG APPIKA.

JentéuPplog 2017: Eéwtepikog e€etaotng, Aildaktopiki Alatpifn, Santiago Rios Azuara,
“Sequence and structure-based bioinformatics tools to the characterization, clustering and
modeling of G-protein-coupled receptors (GPCRs)”, Autovopo lNaveruothuio g BapkeAwvng,
lomavia.
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e  Nogupplog 2016: MENOG TPIMEAODG €ETAOTIKNAG emTPONNG, Aidaktopikny Alatpiry, Jose
Carlos-Tamayo, “Development and application of computational techniques to drug discovery
and structure-function relationships”, Autévopo lNMaverotrpio tng BapkeAwvng, lomavia.

12. ZEMINAPIA - WORKSHOPS

1. iNext Workshop: Bridging Solution Methods: From NMR to X-ray Scattering and Biophysics,
Dept of Pharmacy, University of Patras, 2017, Patras, Greece. Structure-Based Drug Design.

2.  Workshop in Targeted Drug Discovery, National Hellenic Research Foundation, 2016, Athens,
Greece. Pharmacophore modeling and virtual Screening in Drug Discovery.

3. 2016 Golden Helix Summer School, 2016, Syros, Greece. In silico drug design methods.

13. MPO®OPIKEZ OMIAIEZ ZE ZYNEAPIA

1. 4th Annual User Meeting of INEXT, 2019, Lund, Sweden. Conformational state sampling and
dual targeting of the GHRHR, a class B GPCR. NMpookekAnpyévog OANTig

2. 69" Panhellenic Conference of the Hellenic Society for Biochemistry and Molecular Biology,
2018, Larisa, Greece. Conformational sampling and dual targeting of the GHRHR

3. 2" Synthetic & Medicinal Chemistry Symposium, 2018, Patras, Greece. A virtual screening
methodology for the discovery of novel compounds.

4. Hellenic Symposium on Medicinal Chemistry, 2017, Thessaloniki, Greece. An in silico multi-
pharmacophore virtual screening methodology for the discovery of novel compounds against
pharmacological targets. NMpookKeKANUEVOG OMIANTAG

5. Hellenic Bioinformatics Symposium, Bioinformatics as a growth engine for Greece, 2016,
Thessaloniki, Greece. A multi-pharmacophore virtual screening methodology and the
discovery of novel compounds targeting pharmacological targets. BpaPeio kaAdtepng
MPOPOPIKAG OHIAIag

6. The International Conference HeCrA-HSCBB-16, 2016, Athens, Greece. Discovery of novel
immunosuppressants targeting Calcineurin through computational methods

7. 17" International Conference in Medicinal Chemistry, 2016, Spetses, Greece. Discovery of
novel immunosuppressants targeting Calcineurin through pharmacophore virtual screening.
MpookekAnuévog OANTAG

8. 22°TlaveA\ivio Zuvédplo Xnueiag, 2016, Oseoccalovikn, EAANGda. Tauvroroinon vewv
avaooKATAOTAATIKWY EVWOEWY UE OTOXO TNV KaAowveupiv) LEOW EIKOVIKIGC 0Apwong
dapLaKopopwV LOVTEAWV.

9. SEE-DRUG: NMR Applications in Life Sciences — Exploring Peptides & Proteins, 2015, Patras,
Greece. The discovery of novel immunosuppressant agents targeting the Calcineurin/NFAT
pathway. MpookekKAnuévog OUIANTHG
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Congress of The Hellenic Society of Biochemistry and Molecular Biology (FEBS), 2015, Athens,
Greece. Discovery of novel immunosuppressants targeting the calcineurin-NFAT substrate
interaction site through pharmacophore virtual screening

Computational Methods in Toxicology and Pharmacology Integrating Internet Resources,
2015, Chios, Greece. Structure based pharmacophore virtual screening for novel
immunosuppressants against calcineurin

9" Conference of the Hellenic Society for Computational Biology and Bioinformatics
(HSCBB14), 2014, Athens, Greece. Computational approaches towards identification of
structural and signaling properties of peptide binding G Protein-coupled receptors.
MpookekAnuévog OUANTAG

International Conference in Medicinal Chemistry, 2011, Patras, Greece. Conformational
Elucidation of Aliskiren, a Potent Renin Inhibitor. MpookekAnyévog OANTAG

14. ZYNTAKTHZ ZE AIEONH MNMEPIOAIKA

MéAog Zuvtaktikii¢ Emtponnig (Editorial Board Member)
2018 - 2020: Biochemistry and Molecular Biology

15. KPITHZ ZE AIEONH MNMEPIOAIKA

16.

Journal of Medicinal Chemistry e Gene Reports

Current Molecular Pharmacology e Computational and Structural
Current Pharmaceutical Discovery Biotechnology Journal

Journal of Chemical Information and ¢ Journal of Molecular Graphics and
Modeling Modelling

Journal of Peptide Science e SAR and QSAR in Environmental
Molecules Research

Frontiers in Pharmacology e Frontiers in Pediatrics

Scientific Reports (Nature)

KPITHZ ZE ENITPOMNEZ XPHMATOAOTHZHZ

Czech Science Foundation, “Research, experimental development and innovation to
support basic research grant projects for Standard Projects”, 2023

EMANEK 2014-2020, Epeuvw Anpiovpyw Kavotouw, AEloAoynThC.

16pupa Kpatikwv YTiotpodlwy, «Evioxuon touv avBpwritvou Suvapikol YEow TNG LAOTToINoNG
O16aKTOPIKNAG €peuvag>» 1°¢ K’ 2°¢ KukAog, EZTMA 2014-2020.

“European Digital Innovation Hubs- EDIHs”, Digital Europe, 2021-2027

17. MEAOZ ZE ZYMIPAZEIZ
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e  Cancer nanomedicine - from the bench to the bedside (COST action CA17140),
Awaxeipiotikin Emutpornn

18. ZYMMETOXH ZE YNEPYINOAOrIIZTIKEZ YIMIOAOMEZ

e [lpbéoBaon otov vrnepurniodoyiotry ARIS, Greek National HPC Infrastructure, A6rva,
“Extending 3D Drug Repurposing predictions to the human Variome and extended
(AlphaFold) Proteome space”. 12" call, 2022

e T[lpbdoPaon otov uniepurioroyiotr) MARENOSTRUM Barcelona Supercomputing Center, “New
strategies in GPCR drug discovery 1 call ID: BCV-2014-3-0008, 2014, BCV-2014-2-0012,
2014, BCV-2015-1-0015, 2015, BCV-2015-2-0013, 2015.

19. MATENTEZ

o EP3108883A1 (EU) - M. Pérez-Riba, A. Aranguren, M.-T. Matsoukas, L. Pardo (inventors).
Therapeutic Uses of non-Peptide Inhibitors of the Calcineurin - NFAT Signalling Pathway.

e  WO02021197574A1 (WIPO) — A Garcia Pino, CP Govaerts, H Ainelo, H Tamma, V Hauryliuk,
L Pardo Carasco, M-T Matsoukas (inventors). Rel/rela/spot small molecules modulators and
screening methods.

20. AHMOZIEYZEIZ ZE AIEONH MNMEPIOAIKA ME KPITEZ

Emokonnon
Publications Citations Total IF h-index
1086 Scopus 229 (Web of Science) 17 Scopus
57 1002 Web of Science 210 (without abstracts) 16 Web of Science
1429 Google Scholar 4.42 (mean) 18 Google Scholar
1st Author (or equal) 2nd Author Corresponding Author (*) Total
10/57 (18%) 11/57 (19%) 8/57 (14%) 52%

1. Salgado-Polo F, Borza R, Matsoukas M-T, Marsais F, Jagerschmidt C, Waeckel L,
Moolenaar WH, Ford P, Heckmann B, Perrakis A. Autotaxin facilitates selective LPA receptor
signaling. Cell Chemical Biology, 2023, 30, 69.

2. Ridgway H, Ntallis C, Chasapis CT, Kelaidonis K, Matsoukas M-T, Plotas P, Apostolopoulos
V, Moore G, Tsiodras S, Paraskevis D, Mavromoustakos T, Matsoukas JM. Molecular
Epidemiology of SARS-CoV-2: The Dominant Role of Arginine in Mutations and Infectivity.
Viruses. 2023, 15, 309.
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Sanchez-Morales A, Biger A, Panagiotopoulos V, Crecente-Garcia S, Benaigesa C, Bayod S,
Hernandez JL, Busqué F, Matsoukas M-T*, Pérez-Riba M*, Alibés R*. Design and synthesis
of a novel non peptide CN-NFATc signaling inhibitor for tumor suppression in triple negative
breast cancer. European Journal of Medicinal Chemistry, 2022, 238, 114514.

Swarbrick C, Zogali V, Chan KWK, Kiousis D, Gwee CP, Wang S, Lescar J, Luo D, von Itzstein
M, Matsoukas M-T, Panagiotakopoulos G, Vasudevan SG, Rassias G. Amidoxime prodrugs
convert to potent cell-active multimodal inhibitors of the dengue virus protease. European
Journal of Medicinal Chemistry, 2021, 224, 113695.

Bisyris E, Zingkou E, Kordopati GG, Matsoukas M-T, Magriotis P, Pampalakis G,
Sotiropoulou G. Generation of a quenched phosphonate activity-based probe for labelling
the active KLK7 protease. Organic and Biomolecular Chemistry, 2021, 19, 6834.

Bisyris E, Zingkou E, Kordopati GG, Matsoukas M-T, Magriotis P, Pampalakis G,
Sotiropoulou G. A novel theranostic activity-based probe targeting kallikrein 7 for the
diagnosis and treatment of skin diseases. Chemical Communications, 2021, 57, 6507.

Kantsadi A, Cattermole E, Matsoukas M-T, Spyroulias GA, Vakonakis I. A COVID moonshot:
assessment of ligand binding to the SARS-CoV-2 main protease by saturation transfer
difference NMR spectroscopy. Journal of Biomolecular NMR. 2021, 75, 167.

Rodriguez-Espigares |, Torrens-Fontanals M, Tiemann J, Aranda-Garcia D, Ramirez-Anguita
JM, Maciej Stepniewski T, Worp N, Varela-Rial A, Morales-Pastor A, Medel-Lacruz B, Pandy-
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